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Lampiran 1 Identifikasi protein yang terlibat dalam patofisiologi DM
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Drug-Target Interactions

The cutput has bean lmited fo 2000 interaciions

Target Drug Interaction
ATE bincing cassette irnsporier sub-famil G member & Adenosintriphosahorsseure show
ATEaigin C memsers CHEMBLIEOS now
PR C mempers CrevBLz0010 show
TP tincing cassetts iransporier sub-famit, C member 3 LcLAzoE show
ATE bincing cassette irnsporter sub-famil G member & Givbenzoyciamide show
4T2-ineing ssssets transperer subfamiy C member 3 [E— snow
ATE-tineing csssete trnsporter sub-famil C member 3 Miiginge now
ATP-binding setis transporter sub-family C member & Nsteglinide show
ATP bincing cassette irnsporter sub-famil G member 3 Noteginice show
4TE-oinsing esssets transporer sub-famiy C member 3 Nsteginice now
4Te-tineing cassette trnsporter sub-famil C member 3 Einacidl menonygrate show
TP tincing cassetts iransporier sub-fsmit, C member 3 Reaginice snow
ATP bincing cassete irnsperter sub-famil C member 3 Tolys now
banzamice servate, 12 snow
snow
show
show
now
CHEBL1080004 show
CHEMBL 1080985 show

CHEMBL1087650
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Lampiran 2 Validasi nama gen

M8 insulin receptor in UniProtkB

uniprot.org

lnsu\m receptor

BLAST Align Retrieve/ID mapping Peptide search SPARQL

UniProtkB 2021 03 results

Filter by et £ Columns & < 1t0250f30,272 P Show
x
B _‘ﬁﬁeﬂ:’t‘ewe“ (2,771) Quote terms: “insulin receptor”
RPN . < (oo | s oo oo

TrEme [J P0B06S  IGFIR_HUMAN Insulin-like growth factor 1 recept... IGFIR Homo sapiens (Human) 1,367
Popular organisms

[ P24062 IGFIR_RAT 1 Insulin-like growth factor 1 recept... Tgfir Rattus norvegicus (Rat) 1,370
Human (971) X
Mouse (816) [ Q60751 IGFIR_MOUSE 5 Insulin-like growth factor 1 recept... Igfir Mus musculus (Mouse) 1,373
Rat (712) [0 Qosé8s IGF1IR_BOVIN [ Insulin-like growth factor 1 recept... IGF1R Bos taurus (Bovine) 640
Bovine (347)

[) P0S208 INSR_DROME  fi Insulin-like receptor InR dinr, Dir-a, Inr-a, Drosophila melanogaster (Fruit 2,144
Zebrafish (276) b CG18402 fly)

) Q9WTL4 INSRR_MOUSE J&i Insulin receptor-related protein Insrr Irr Mus musculus (Mouse) 1,300
Other organisms 2

€D [ P14516 INSRR_HUMAN Ji  Insulin receptor-related protein INSRR IRR Homo sapiens (Human) 1,207

Search terms ) POG213  INSRHUMAN  J%  Insulin receptor INSR Homo sapiens (Human) 1,382
Filter "receptor” as: &
disease (8) [J P15208 INSR_MOUSE Insulin receptor Insr Mus musculus (Mouse) 1,372
gene name (4) -

Reseptor insulin

M obcct in UniProtkB

BLAST Align Retrieve/ID mapping Peptide search SPARQL Help Contact

UniProtkB 2021_03 results D & ==

Filter by L Download # Columns > <« 110 250f 1,055 p Show
-
Swiss-pret 0 Qoo4zs ABCCS_HUMAN ATP-binding cassette sub-  ABCCS HRINS, SUR, SURL Homo sapiens (Human) 1,581
‘ family C m..
nm;ﬁ”rewewe‘j (1037 O Qog429 ABCC8_RAT 1 ATP-binding cassette sub-  Abccs Sur, Surl Rattus norvegicus (Rat) 1,582
family € m...
Popular organisms O B2RUS? B2RUS7_MOUSE ATP-binding cassette, sub- Abccs Mus musculus (Mouse) 1,588
Human (40) family C
O QepGE2 Q6PGE2_MOUSE Abccs protein Abccs Mus musculus (Mouse) 209
Mouse (15)
Zebrafish (10) [ ADA2REY4VO AOAREY4VO_HUMAN ATP-binding cassette sub- ABCCS Homo sapiens (Human) 1,603
family C m...
Rat (5) [0 ADA1BOGT25 AOA1BOGT25_MOUSE ATP-binding cassette, sub- Abcc8 Mus musculus (Mouse) 910
. family C ...
A. thaliana (4)
0 qssIu4 QBBIU4_MOUSE ABC transmembrane type-1 Abccs Mus musculus (Mouse) 403
Other organisms domain-con...
: Go O Q9iL44 Q9JL44_MOUSE ATP-binding cassette protein  Abce8 Mus musculus (Mouse) 228
Search terms O Qog427 ABCCB_CRICR ATP-binding cassette sub-  ABCCS SUR Cricetus cricetus (Black-bellied 1,582
Filter "abeca” as: family C m... hamster)
gene name (842) () ADA1BOGT49 AOA1BOGT49_MOUSE ATP-binding cassette, sub- Abccs Mus musculus (Mouse) 100
family C ...
protein name (340) M osBNE2 08BNE2 MOUSE Uncharacterized protein Abces Mus musculus (Mouse) 1.087 hd

ATP-binding cassette sub-family C member 8
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M glucokinase in UniProtkB

uniprot.org

BLAST Align Retrieve/ID mapping Peptide search SPARQL

Filter by

N Reviewed (547)

Jiss-Prat

Unreviewed (61,958)
TEMBL

Popular organisms
Human (98)

Mouse (73)

Rat (53)

Bovine (21)

Zebrafish (18)

Other organisms

Go

Search terms
Filter "glucokinase” as:
disease (1)

P\UCOKIHHSE
UniProtKB 2021_03 results R © oo -
. Download # Coumns > 110 250f62,505 p Show
A ) e, e —
Q07071  GCKR_RAT Glucokinase regulatory Gekr Rattus norvegicus (Rat)
‘ protein
Q14397 GCKR_HUMAN M  Glucokinase regulatory  GCKR Hemo sapiens (Human. 625
n lucokit I i
“®  protein
©1%44 GCKR_MOUSE M  Glucokinase regulator Gekr Mus musculus (Mouse] 587
n 1 qulatory K I
“® protein
ASUSS4 PPGK_MYCTA My Polyphosphate PPgK MRA_2730 Mycobacterium tuberculosis (strain ATCC 25177 / 265
lyphosph. bacteri berculosi i
glucokinase H37Ra)
() Q58999 KePF_METIA 4 Bifunctional ADP-specific pfke glka, M11604  Methanocaldococeus jannaschi (strain ATCC 462
glucokina... 43067 / DSM 2661 / JAL-1 / JCM 10045 / NBRC
100440) (Methanococcus jannaschii)
P35557 HXK4_HUMAN . Hexokinase-4 GCK Homo sapiens (Human 465
§ Hoou &
P17712  HXK4_RAT . Hexokinase-4 Gl Rattus norvegicus (Rat 465
n kil k i
) P52792 HXK4_MOUSE Jy Hexokinase-4 Gek Gk Mus musculus (Mouse) 465
0 Q7MS37 GLKATHELN  Jo  ADP-dependent glkA 0CC_09701 Thermococcus litoralis {strain ATCC 51850 / DSM ' 467
glucose/glucosamine k... 5473 / JCM 8560 / NS-C)
[] 17703 HXKG_YEAST & Glucokinase-1 GLK1 HOR3, Saccharomyces cerevisiae (strain ATCC 204508 / - 500
N YCLO40W, YCL312, s288c) (Baker's yeast) -

gene ontelogy (31,897)

uniprot.org

Glukokinase

I pparg in UniProtkB

BLAST Align Retrieve/ID mapping Peptide search SPARQL

UniProtKB 2021_03 results © svous uniercrcs [N

Filter by

Reviewed (237)
Swiss-Prot

Unreviewed (3,941)
TEMBL

Popular organisms
Human (109)

Mouse (87)

Rat (41)

Bovine (38)

Zebrafish (16)

Other organisms

—

Search terms
Filter "pparg" as:
disease (1)

gene name (972)

&, Download # columns > @1t0250f4,178 - Show

I A T S T S
P37231 PPARG_HUMAN 1 Pperoxisome proliferator-  PPARG NR1C3 Home sapiens (Human)

~" activatedr...

O P37238 PPARG_MOUSE 4 Peroxisome proliferator-  Pparg Nric3 Mus musculus (Mouse) 505
"% activated r...

O 088275 PPARG_RAT M Peroxisome proliferator-  Pparg Nricz Rattus norvegicus (Rat) 505
~" activatedr...

O 018971 PPARG_BOVIN 1 Peroxisome proliferator-  PPARG NR1C3 Bos taurus (Bovine) 505
"% activated r...

O Q4u3Q4 PPARG_CANLF I Peroxisome proliferator-  PPARG NR1C3 Canis lupus familiaris (Dog) (Canis 505
"% activated r... familiaris)

O 018924 PPARG_MACMU 1 Peroxisome proliferator-  PPARG NRIC3 Macaca mulatta (Rhesus macaque) 505
"% activated r...

[ 062807 PPARG_PIG ﬁ Peroxisome proliferator- PPARG NR1C32 Sus scrofa (Pig) 504
~" activatedr...

O Q6GU14 Q6GU14_MOUSE Peroxisome proliferator-  Pparg PPARG Mus musculus (Mouse) 505

activated r...

[ Qo6EK7 F120B_HUMAN .‘ Constitutive coactivator of FAM120B CCPG, Homo sapiens (Human) 910
. peroxis. KIAA1838

[ Q6RI63 F1208_MOUSE 1 Constitutive coactivator of Fam120b Ccpg, Mus musculus (Mouse) 786
"% peroxis... Kiaa1838

M ns7707 nRAR~ FRTCD - Parnvicamo nealifarator nnARC Me1e2 Fricatulue aricaue /Chinacn hamctart avs -

Peroxisome proliferator-activated receptor gamma
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uniprot.org

BLAST Align Retrieve/ID mapping Peptide search SPARQL

UniProtkB 2021 _03 results

Filter by

M8 dipeptidyl peptidase 4in UniProw X +

P\pep\iny\ peptidase 4

L. Download

# Columns >

M reviewed (200)
Suiss-Prat

Unreviewed (28,016)
TEMBL

Popular organisms
Human (71)

Mouse (40)

Rat (26)

C. elegans (19)

Fruit fly (19)

Other organisms

Go

Search terms
Filter "dipeptidyl" as:
gene ontology (19,390)

protein name (24,176)

I e T T P S

(]
(]
(]
]
]
(]
(]
(]
(]

]

Quote terms: "dipeptidyl peptidase"

P14740

P27487

P28843

P22411

PE1425

QonzI7

PS53634

P80067

P97821

DPP4_RAT

DPP4_HUMAN

DPP4_MOUSE

DPP4_PIG

DPP4_BOVIN

DPP4_FELCA

CATC_HUMAN

CATC_RAT

CATC_MOUSE

1

"

”:

g

o

"

1

"

Dipeptidyl peptidase 4

Dipeptidyl peptidase 4

Dipeptidyl peptidase 4

Dipeptidyl peptidase 4

Dipeptidyl peptidase 4

Dipeptidyl peptidase 4

Dipeptidyl peptidase 1

Dipeptidyl peptidase 1

Dipeptidyl peptidase 1

Dpp4 Cd26

DPP4 ADCP2, CD26

Dpp4 Cd26

DPP4 CD26

DPP4 CD26

DPP4 CD26

CTSC CPPI

Rattus norvegicus (Rat)

Homo sapiens (Human)

Mus musculus (Mouse)

Sus scrofa (Pig)

Bos taurus (Bovine)

Felis catus (Cat) (Felis silvestris catus)

Homo sapiens (Human)

Rattus norvegicus (Rat)

Mus musculus (Mouse)

Dipeptidyl peptidase 4
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Lampiran 3 Pencarian interaksi protein-protein

INSR protein (human) - STRING | X+

Search  Download  Help  MyData

© Viewers > 'wl;egﬁnd :

% Settings > ¥ Analysis > 8 Exports >

3 Clusters > © More @ Less
Nodes:

Network nodes represent proteins Node Color Node Content

Edges:

Edges represent p pr Known

Predicted Interactions Others

i INSR protein (human) - STRNG - X +

@ string-db.org.

Nodes:

Network nodes represent proteins Node Color Node Content

Edges:

Edges represent protein-protein associations | Known Interactions Predicted Interactions

o E—B gene neightorn
o @—O gene fu E—O coexpression
— protei

Your Input:

® INSR

Predicted Functional Partners:
© IRS1
® INS e d gl concentration. It increases cell

PTPNT
® IGF1
IGF1R
® GRB14 Growt
IRS2
@ PTPN2
@ SHC1  SHCtransfor
© INSRR

Your Current Organism:

Insulin reseptor
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ABCC8 protein (human) - STRINC X +

Search Download Help My Data

TRPM4

© Viewers > YO,Le‘gegd N LF Settings > % Analysis > B8 Exports >

Clusters > © More @ Less
Nodes:

Network nodes represent proteins Node Color Node Content

ABCC8 protein (human) - STRINC X +

& sting-db.org

© Viewers > [(Dlegend ~| Lt Settings > ¥ Analysis > BB Exports »

i Clusters > © More @ Less
Nodes:

Network nodes represent proteins Node Color Node Content

Edges:

Edges represent protein-protein associations  Known Interactions Predicted Interactions

urated databases B—B  gene neighb

©—8 gene s

E—8 gene coacs

Your Input:

® ABCCS

® GCK

Your Current Organism:

ATP-binding cassette sub-family C member 8
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€ s c

X % GCKprotein (human) - STRING i X+

& string-db.org

> Search  Download  Help  MyData
%7 STRING

© Viewers > 0 Legend » It Settings > X Analysis » BB Exports > Clusters > © More @ Less

Nodes:

Network nodes represent proteins Node Color Node Content

GCK protein (human) - STRING i+ X +
string-db.org,
Nodes:

Network nodes represent proteins Node Color Node Content

Edges:
Edges represent protein-protein associations | Known Interactions Others
E—8  gene fusior E—08 coexpression

gene co-

rence protein

at physiological glucose

ucose is ab. The role of

Predicted Functional Partners:
GCKR

@GPl
GEPC
@ PDX1
NEUROD1 N

@ INs
© GEPD
@ TREH
@ HePD
© PGM1

Your Current Organism:

Glukokinase
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</ PPARG protein (human) - STRING X+

& string-db.org

"STRING Search  Download  Help  MyData

© Viewers > [MDIEegend Al It Settings > T Analysis > BB Exports >

Clusters > @ More @ Less
Nodes:

Network nodes represent proteins Node Color Node Content

+r PPARG protein (human) - STRINC X =+

Nodes:
Network nodes represent proteins Node Color Node Content

mpi

Edges:

Edges represent protein-protein associations | | Known Interactions Predicted Interactions Others

E—E genenei

gene co-expression

gene co-oc

protein

@ PPARG

© CREBBP
NCOA1

® NCOAZ
RXRA

@ ADIPOD
FABPA

@ LEP

@ EP300

© CEBPB

Your Current Organism:

Peroxisome proliferator-activated receptor gamma

62



; DPP4 protein (human) - STRING X +

& string-db.org

"STRING Search  Download  Help  MyData

SLC5A4

© Viewers > [(DIlegend A ¥ Settings > X Analysis > BB Exports > Clusters > @ More @ Less

Nodes:

Network nodes represent proteins Node Color Node Content -

+'s DPP4 protein (human) - STRING = X +

& string-db.org.

Nodes:
Network nodes represent proteins Node Color Node Content
Pt
/
=
=/
Edges:
Edges represent protein-protein associations | Known Interactions Predicted Interactions Others
8¢ O—O gene neigt €
E—0 experi E—0 gene fusions & d

gene

[ L e

e aP oo 0u3

INS . 0042

@ AcE2 e 0oa2

MME L ET]

® ADA . o018

GLPIR . 0800

@ SLC5A2 Sodiu * 0892

© PRCP s 0892

© SLesAd uly 5 member 4 Has e vty i res function as a glucose sensor. Med o 08
Your Current Organism: v

Dipeptidyl peptidase 4
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Lampiran 4 Data senyawa kandungan kimia dari KNApSAcK

KNApSACK Metabolite Informatic X 4

knapsackfamily.com

input type = all, input word = andrographis paniculata

Number of matched data 46
C€000006 01-16-6 Caffeic acid C9HB8O4 04225874 Andrographis p:
€000010 Apigenin 7,4'-dimethyl ether C17H1405 412356 Andrographis p:
C€000027. 3-O-Caffeoylquinic acid C16H1809 508217 Andrographis p:
€000027. Ferulic acid C10H1004 790881 Andrographis p:
C£000038 beta-Sitosterol C29H500 4 616622 Andrographis p:
€0000381 3570-62-5 7-O-Methylwogonin C17H1405 2! 412356 Andrographis p:
C0000395: 113963-50-1 5.4'-Dinidroxy-7,8.2'.3"-tetramethoxyflaven C19H1808 374.10016785 Andrographis paniculiata
e
C€00004129 80366-14-9 \Wogonin 5-glucoside C22H22010 44612129692 Andrographis paniculata
€00004132 113963-39-6 5-Hydroxy-7 8-dimethoxyflavone 5-glucosi C23H24010 46013694699 Andrographis paniculata
de
£00004260 113963-41-0 5-Hydroxy-7 8, 2'-trimethoxyflavone 5-gluco | C24H26011 490 14751167 Andrographis paniculata
side
£00004449 113963-38-5 5,2' 3-Trihydroxy-7.8-dimethoxyflavone 3'- | C23H24012 492 12677623 Andrographis paniculata
lucoside
£00004450 113963-40-9 5-Hydroxy-7.8,2' 3'-tetramethoxyflavone 5- | C25H28012 520.15807636 Andrographis paniculata
glucoside
€00004477 113963-42-1 5,4'-Dihidroxy-7,8.2' 3'tetramethoxy flavon | C25H28013 536.15299098 Andrographis paniculata
& 5-glucoside
£00004610 6828-02-6 5-Hydroxy-3.7,8,2"-tetramethoxyflavone C19H1807 358.1052529! Andrographis paniculata
€00008154 13981-49-0 5-Hydroxy-7.8-dimethoxyflavanone C17H1605 300.0997738: Andrographis paniculata
€00008449 1363-37-4 A C23H26010 462.1525970! Andrographis paniculata
€00011907 764-32-9 Paniculide A C15H200. 2641361591 Andrographis paniculata
7e -0 Paniculide B C15H200 280.1310737: Andrograpis paniculata
764-341 Paniculide C C15H180: 2781154236 Andrographis paniculata
6918-50-1 -Hydroxy-7,2' 6-trimethoxyflavone C18H160 328.09468824 Andrographis paniculata
C00013653 5991-74-9 e 1,2-O-beta-D-glucopyrano | C23H24011 476.13186181 Andrographis paniculiata
side
€00014122 00734-63-2 Dinydroskullcap flavone | C17H160H 468824 Andrographis paniculata
£00022232 176-97-0 14-Deoxyandrographolide C20H300: 440945 Andrographis paniculata
€00022233 $2209-72-1 Ninandrographolide C26H400! 723288 Andrographis paniculata
| 42895-58-9 14-Deoxy-11,14-didehydroandrographolide | C20H280. 875938 Andrographi
C€00022255 2895-57-8 14-Deoxy-11-oxoandrographolide C20H280: 4 3674 Andrographis paniculata
[ETIIEE T 2700 74 2 Andrancananin Fannana 48 31a10AR7 AnAranranhic naniciiats

KNApSACK Metabolite Informatic X +

knapsackfamily.com,

& 5-glucoside

£00004610 6828-02-6 5-Hydroxy-3.7,8,2"-tetramethoxyflavone C19H1807 358.1052529: Andrographis paniculata
€00008154 13981-49-0 5-Hydroxy-7.8-dimethoxyflavanone C17H1605 300.0997738: Andrographis paniculata
€00008449 1 -37-4 Andrographidin A C23H26010 462.1525970! Andrographis paniculata
-32-9 Paniculide A C15H200: 26 61591 Andrographis paniculata
7e -0 Paniculide B C15H200 280.1310737: Andrograpis paniculata
7 -1 Paniculide C C15H180: 278.1154236¢ Andrographi
€00013310 6918-50-1 -Hydroxy-7,2',6"-trimethoxyflavone C18H160! 328 09468824 Andrographis paniculata
C00013653 5991-74-9 e 1.2-O-beta-D-glucopyrano | C23H24011 476.13186161 Andrographis paniculata
side
C€00014122 00734-63-2 Dinydroskulicap flavene | C17H160! 1468824 Andrographis paniculata
€00022232 176-97-0 14-Deoxyandrographolide C20H300: 440945 Andrographis paniculata
€00022233 2209-72- Ninandrographolide C26H400! 723288 Andrographis paniculata
C00022240 | 42895-58-¢ 14-Deoxy-11,14-didehydroandrographelide | C20H280. 75938 Andrographis paniculata
12895-57- 14-Deoxy-11-oxoandrographolide C20H280: A 7 Andrographis paniculata
00022415 2209-74- Andrograpanin C20H300 9482 Andrographis paniculata
£00022416 7215-14- Neoandrographolide C26H400 1825 Andrographis paniculata
€00023362 5508-58-7 Andrographolide C20H300: 0932407 Andrographis paniculata
C€00029683 760938-96-5 Andrographic acid C20H280 8858863 Andrographis paniculata
C00029961 621-82-9 Cinnamic acid COHB! 1 524295 Andrographis paniculata
€00034369 372939-36-1 14-Acetyl-3,19-isopropylideneandrographo | C25H3606 43225118888 Andrographis paniculata
lide
€00034370 372939-37-2 4-Acetylandrographolide C22H320 39221988875 Andrographis paniculata
795 791857-23-3 7,23 C19H200 34412598837 Andrographis paniculata
€00038155 020673-19- 2R,13R-Hydroxyandrographolide C20H320! 36821988875 Andrographis paniculata
02067318 25,138-Hydroxyandregrapholide C20H320: 368.21988875 Andrographis paniculata
08-22- R-Hydroxy-14-deoxyandrographolide C20H300: 50.20932407 Andrographis paniculata
€00038326 020408-24- 7S-Hydroxy-14-deoxyandrographolide C20H300: 0932407 Andrographis paniculata
C00041241 69593-50-0 128-Hydroxyandrographalide C20H320 1988875 Andrographis paniculata
€00041244 69384-82-7 14-Deoxy-17-hydroxyandrographolide C20H320: 2497413 Andrographis paniculata
C00041274 69384-84-9 3-0-beta-D-Glucopyranosy C26H40010 621475 Andrographis paniculata
e
209-76-5 Andrographiside C26H40010 2621475 Andrograpis paniculata
9807-57-8 Andropanolide C20H300: 20932407 Andrographis paniculata
0498-01-1 Bisandrographolide B C40H560: 39751876 Andrographis paniculata
0498-02-2 Bisandrographelide C C40H560: 39751876 Andrographis paniculata
76-96-9 isoandrographolide C20H300: 35020932407 Andrographis paniculata

Il tihis reserved.

007 NARA NSTITUTE of SCIENCE 2nd TECHNOLOX
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Lampiran 5 Data Protein target senyawa kandungan kimia dari Uniprot

Senyawa Kode gen Nama gen target Nama Protein utama
target
Caffeic acid DPP4 Dipeptidyl peptidase 4 Dipeptidyl peptidase 4
GAA Alpha glucosidase -
GAPDH Glyceraldehyde-3-phosphate -
dehydrogenase
Chlorogenic acid PTPN1 protein tyrosine phosphatase non- Insulin reseptor
receptor type 1
AKR1B1 aldo-keto reductase family 1 -
member B

AKR1B10 aldo-keto reductase family 1 -

member B10
GFER growth factor, augmenter of liver -

regeneration
ITGA4 integrin subunit alpha 4 -
Ferulic Acid APP amyloid beta precursor protein -
FXN frataxin -
GFER growth factor, augmenter of liver -

regeneration
CAl carbonic anhydrase 1 -
CA2 carbonic anhydrase 2 -
CA3 carbonic anhydrase 3 -
CA4 carbonic anhydrase 4 -
CA5BA carbonic anhydrase 5A -
CA5B carbonic anhydrase 5B -
CA6 carbonic anhydrase 6 -
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Senyawa Kode gen Nama gen target Nama Protein utama
target
Ferulic Acid CA7 carbonic anhydrase 7 -
CA9 carbonic anhydrase 9 -
CA12 carbonic anhydrase 12 -
CAl4 carbonic anhydrase 14 -
Beta-sitosterol F2 coagulation factor Il -
POLB DNA polymerase beta -
DPP4 Dipeptidyl peptidase 4 Dipeptidyl peptidase 4
GSK3B glycogen synthase kinase 3 beta -
PRKAB2  protein kinase AMP-activated non- -
catalytic subunit beta 2
PRKAG1  protein kinase AMP-activated non- -
catalytic subunit gamma 1
PRKAA2 protein kinase AMP-activated -
catalytic subunit alpha 2
PRKAA1 protein kinase AMP-activated -
catalytic subunit alpha 1
PRKAG3  protein kinase AMP-activated non- -
catalytic subunit gamma 3
PRKAG2  protein kinase AMP-activated non- -
catalytic subunit gamma 2
PRKAB1  protein kinase AMP-activated non- -
catalytic subunit beta 1
Androgapholide DTDP1 tyrosyl-DNA phosphodiesterase 1 -
AR androgen receptor -
NR1H4 nuclear receptor subfamily 1 group -

H member 4
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Senyawa Kode gen Nama gen target Nama Protein utama

target
Androgapholide IFNB1 interferon beta 1 -
NFKB1 nuclear factor kappa B subunit 1 -
HLA-B major histocompatibility complex, -

class |, B
STK33 serine/threonine kinase 33 -
AKT1 AKT serine/threonine kinase 1 -
RELA RELA proto-oncogene, NF-kB -
subunit

Cinnamic acid HDAC1 histone deacetylase 1 -
HDAC?2 histone deacetylase 2 -
HDAC3 histone deacetylase 3 -
HDAC4 histone deacetylase 4 -
Cinnamic acid HDAC5 histone deacetylase 5 -
HDAC6 histone deacetylase 6 -
HDAC7 histone deacetylase 7 -
HDACS histone deacetylase 8 -
HDAC9 histone deacetylase 9 -
HDAC10 histone deacetylase 10 -
TNKS tankyrase -
TNKS2 Tankyrase 2 -
HCAR2 hydroxycarboxylic acid receptor 2 -
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Lampiran 6 Visualisasi dengan Cytoscape
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