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Lampiran 1 Identifikasi protein yang terlibat dalam patofisiologi DM

% KEGG PATHWAY: Insulin resistan: X~ + N

€ > C @ genomejp/pathway/hsa04931 % % 3

K[cc Insulin resistance - Homo sapiens (human)

[ Pathway menu | Pathway entry | Download KGML | Show description | Image (png) file | Help ]

Change pathway type

v Option |

Scale: em—

v Search

L 1

¥ ID search +

1

v Color +

INSULIN RESISTANCE

Lampiran 2 Validasi nama gen

.} ins in UniProtkB X  + Vo= X

€ 5 c s aex b

BLAST Align Refrieve/ID mapping Peptide search SPARQL

UniProtKB 2021_04 results

UniProtKB consists of two sections:

‘The UniProt Knowledgebase (UniProtkB) is the central hub for the collection of functional information on
proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtKB entry (mainly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible is added.

5 Reviewed (swiss-Prot) - Manually annotated
Records with information extracted from literature and curator-evaluated computational analysis.

(TrEMBL) - C i analyzed

i i " i y
Records that await full manual annotation. @Help B UNiProtiB help video B Other tutorials and videos & Downloads

«1to 25 of 46,705 p Show [2

Filter by* & Download Columns
N S N
Suissrbrot O P01326 INS2_MOUSE Insulin-2 [Cleaved into: Insulin-2 B chain; Insulin-2 A Ins2 Ins-2 Mus musculus (Mouse)

chain]

Unreviewed (45,612) - . _ -
e D Po1323 INS2_RAT % Insulin-2 [Cleaved into: Insulin-2 B chain; Insulin-24  Ins2 Ins-2 Rattus norvegicus (Rat) 110
~  chain]
Popular organisms [0 ADADBSACY5 INS1A_CONGE % Con-Ins Gla (Insulin 1) [Cleaved into: Con-Ins G1 B chain; Conus geographus 115
Human (353) ~  Con-Ins Gla A chain] (Geography cone) (Nubecula
geographus)
Mouse (90) 0 Q13572 TIPK1_HUMAN Inositol-tetrakisphosphate 1-kinase, EC 2.7.1.134 TIPK1 Homo sapiens (Human) 414

(Inositol 1,3,4-trisphosphate 5/6-kinase, Inositol-triphosphate

5/6-kinase, Ins(1,3,4)P(3) 5/6-kinase, EC 2.7.1.159)

Inositol-tetrakisphosphate 1-kinase 1, EC 2.7.1.134 ITPK1 LPA2 Zea mays (Maize) 342
(Inositol 1,3,4-trisphosphate 5/6-kinase 1, Inositol-

triphosphate 5/6-kinase 1, Ins(1,3,4)P(3) 5/6-kinase 1, EC

27 1 1501 f1 ow nhutie arid nrotain 2) (7mink)

Insulin

C. elegans (80)

Rat (72) 0 Qs4v0l  TTPKI_MAIZE

A, thaliana (69)
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¢ insr in UniProtkB, x |+ -

€ > C @ uni iprot/?q; ae® % )

P =

x],‘,.‘ 1w @ Search

/ID mapping  Peptide search

UniProtKB 2021_04 results

UniProtKB consists of two sections =

1.3 ¥ B “The UniProt Knowledgebase (UniProtKB) Is the central hub for the collection of functional Information on
B Reviewad (swiss-Proty - Manualy anotated proteins, with aceurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtks entry (mainly, the amine acid sequence, protein name or description, taxonemic data
and citation information), as much annotation information as possible is added.

Records with information extracted from literature and curator-evaluated computational analysis.

Unreviewed (TrEMBL) - Computationally analyzed

Records that await full manual annotation, @Help B UNIProtke help video 8 Other tutorlals and videos & Downloads
Filter by (N & Download 1t £ columns | > < 1t0250f 849 B Show[25 ]
B revioued (220 oy enoyrame | lertainames __JGenememes Jowanim et ||
e (] QOPVZ4 INSR_XENLA Insulin receptor, IR, EC 2.7.10.1 (XTK-1b) (Xe-InsR) insr Xenopus laevis (African clawed frog) 1,362

[Cleaved into: Insulin receptor subunit alpha; Insulin

einreviewed (629) receptor subunit beta)

O Pos213 INSR_HUMAN 1§ Insulin receptor, IR, EC 2.7.10.1 (CD antigen €0220)  INSR Homo sapiens (Human) 1,382
Popular organisms % [Cleaved into: Insulin receptor subunit alpha; Tnsulin
{uman (54) receptor subunit beta]
O P15208 INSR_MOUSE % Insulin receptor, IR, EC 2.7.10.1 (CD antigen CD220)  Insr Mus musculus (Mouse) 1,372
Mouse (49) [Cleaved into: Insulin receptor subunit alpha; Insulin
Rat (35) receptor subunit beta]
O 15127 INSR_RAT Insulin receptor, IR, EC 2.7.10.1 (CD antigen €0220)  Insr Rattus norvegicus (Rat) 1,383
Bovine (28) [Cleaved into: Insulin receptor subunit alpha; Insulin
. receptor subunit beta]
€ eleaans (70 O TacB11 T2CB11_RAT Tyrosine-protein kinase receptor, EC 2.7.10.1 Insr Rattus norvegicus (Rat) 1,384
. LCGsa05 he
* ptpntlin UniProtke x|+ v - 8 x
€« > c 7query=PTPN1 a® x )

S A

[JIW!“ n] pibvanced~ O Saarch

UanrotKB 2021 04 results

UniProtKB consists of two sections

N The UniProt Knowledgebase (UniProtk) is the central hub for the callection of functional information on
"3 Reviewed (Swiss-Prot) - Manually annotated " i} A i L :

proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtiB entry (mainly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible Is added.

Records with information extracted from literature and curator-evaluated computational analysis.

Unreviewed (TrEMBL) - Computationally analyzed

Records that await full manual anntation. @Hrelp B Unibrotkd help video B Other tutorials and videos o Downloads
Filter by’ . Download 11 # Columns =  1to250f 1,459 = Show
Reviewed (275 ﬂ-—l
o prat O Qos124 PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11, EC PTPN11PTP2C,  Homo sapiens (Human) 593
3.1.3.48 (Protein-tyrosine phosphatase 1D, PTP-1D) (Protein- SHPTP2

T glnrevewed (1,186) e phosphatase 2C, PTP-2C) (SH-PTP2, SHP-2, Shp2) (SH-

Popular organisms (] P35235 PTN11_MOUSE 5 Tyrosine-protein phosphatase non-receptor type 11, EC Ptpn11 Mus musculus (Mouse) 503
Human (126) 1 3.1.3.48 (protein-tyrosine phosphatase SYP) (SH.PTP2, SHP-2,
Shp2)
Mouse (77) O pal4ss  PTNILRAT 1% Tyrosine-protein phosphatase non-receptor type 11, EC Ppn11 Rattus norvegicus (Rat) 503
& 5 1.3.48 (Protein-tyrosine phosphatase 1D, PTP-1D) {Protein-
Rat (49) tyrosine phosphatase SYP) (SH-PTP2, SHP-2, Shp2)
Bovine (15) () Q00687 PTN11_CHICK n Tyrosine-protein phosphatase non-receptor type 11, EC PTPN11 Gallus gallus (Chicken) 593
3.1.3.48 (SH-PTP2, €5H-PTP2)
Zebrafish (12) . | " .
O FIQU6  FIQI6_CANLF y o plor type, EC PTPNIL Canis lupus familiaris (og) 597
— 21348 LCaic taall -
* gyt in UniProtke x + voo- X
€ > C @ uniprotorg/uniprot/7query=GYS1&sort=scare aew#x

BLAST Align Retrieve/ID mapping Peptide search SPARQL
UniProtKB 2021 04 results

UniProtKB consists of two sections: 4

S . The UniProt Knowledgebase (UniProtkE) is the central hub for the collection of functional information on
N Reviewed Prot) -

55 Reviewed (Swiss rot) - Hanually annotated proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtkc® entry (mainly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible is added.

Records with information extracted from literature and curator-evaluated computational analysis.

(TrEMBL) - C¢ i analyzed
T Tt P @Help BB UNIProtkB help video B Other tutorials and videos . Downloads

Filter by* on &Download @ Addtonacket 4 Columns > @ 1t0250f370 p Show
5 revned (59 ﬂ--MMl
Suiss-pros

O P13807  GYSI_HUMAN Glycogen [starch] synthase, muscle, EC 2.4.

1 GYS1GYs Homo sapiens (Human) 737

Unreviewed (302)
rEMBL

) QSZIE4 GYSIMOUSE M Glycogen [starch] synthase, muscle, EC 2.4.1.11 Gysl Gys, Mus musculus (Mouse) 738
b Gys3
Popular organisms O P13834  GYS1_RABIT Glycogen [starch] synthase, musdle, EC 2.4.1.11 GYS1GYS Oryctolagus cuniculus 735
Human (44) (Rabbit)
) [ A2RRU1 GYS1_RAT Glycogen [starch] synthase, muscle, EC 2.4.1.11 Gys1 Rattus norvegicus (Rat) 738

Mouse (11
Rat (6) D A7MB7S GYS1BOVIN i Glycogen [starch] synthase, muscle, EC 2.4.1.11 GYS1 Bos taurus (Bovine) 736
Bovine (2) ) Q8MI26 GYS1_MACMU M5 Glycogen [starch] synthase, musdle, EC 2.4. GYS1 GYS. Macaca mulatta (Rhesus 737
C. elegans (1) MY

[J QSROHO GYS1_PONAB Glycogen [starch] synthase, musde, EC 2.4.1.11 GYS1 Pongo abelii (Sumatran 737

Glycogen [starch] synthase, muscle
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gsk3b in UniProtkB x  + v o o—

2a; ae % )

P -

vancesv  Q\ Search

UniProtkB 2021_04 results

UniProtKB consists of two sections: X

BLAST Align Retrieve/ID mapping _Peptide search  SPARQL

The UniProt Knowledgebase (UniProtKB) is the central hub for the collection of functional information on
proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtk8 entry (mainly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible is added.

i Reviewed (Swiss-Prot) - Manuall
Records with information extracted from literature and curator-evaluated computational analysis.

annotated

Unreviewed (TrEMBL) - Computationally analyzed

Records that await full manual annotation. @Help @ UNiProtkB help video B Other tutorials and videos & Downloads
Filter by on | &.Download @ Addtobasket | 2 Columns S 4 11t025072,060 p- Show
e Ol T —— W S S S
SwissProt O P49841 GSK3B_HUMAN !i Glycogen synthase kinase-3 beta, GSK-3 beta, EC  GSK3B Homo sapiens (Human) 420
*% 2.7.11.26 (erine/threonine-protein kinase GSK3B, EC
rmEuLnrewewed (1,645) 2.7.11.1)
) QO9WVSD  GSK3B_MOUSE 1§ lycogen synthase kinase-3 beta, GSK-3 beta, EC  Gsk3b Mus musculus (Mouse) 220
Popular organisms 2.7.11.26 (Serine/threonine-protein kinase GSK3B, EC
Human (158) 27
O P18266 GSK3B_RAT Glycogen synthase kinase-3 beta, GSK-3 beta, EC  Gsk3b Rattus norvegicus (Rat) 420

Mouse (101} 2.7.11.26 (Factor A, FA) (Serinejthreonine-protein

kinase GSK3B, EC 2.7.11.1)

Rat (62)

0O Qsvic2 GSK3B_SPECI Glycogen synthase kinase-3 beta, GSK-3 beta, EC  GSK3B Spermophilus citellus (European suslik) 420
Bovine (42) 2.7.11.26 (Serine/threonine-protein kinase GSK3B, EC (Citellus citellus)

2.7.41.1)

Fruit fly (10) N

O Q91757 GSK3B_XENLA Glycogen syn(hase klnase 3 beta, GSK-3 beta, EC  gsk3b Xgsk-3 Xenopus laevis (African clawed frog) 420

— 22 e
i kb in UniProtkB x 4+ ~ — (&l X
< > C & uj iprot/2query t=score a®x 3

e T .

| sieeie Q Saarch

BLAST Align Ret Peptide search SPARQL

UniProtkKB 2021_04 results
UniProtKB consists of two sections: H
"3 Reviewed (swiss-Prot) - Manually annotated The UniProt Knowledgebase (UniProtiB) is the central hub for the collection of functional information en

proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtkB entry (malnly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible Is added.

Records with information extracted from literature and curator-evaluated computational analysis.

Unreviewed (TrEMBL) - Computationally analyzed

i 3 5 & s
e D e @iclp B UniProUKE help video B Other tutorials and videos & Downloads
Filter by & Download i #£ Columns = 4102501 10,662 b Show 3T T]
Y u-l
Ffeprer 0 Q8veMs MUL1_MOUSE Mitochondrial ul in ligase activator of NFKB 1, EC 2.3.2.27 (E3  Mull Gide Mus musculus
‘ ublquitin-protein ligase MUL1) (Growth inhibition and death E3 ligase) (Mouse)
o ainraviewed (10,239) (Protein Hades) (RING-type E2 ublquitin transferase NFKB 1)
. 0 Q8nIs IKBD_HUMAN NF-kappa-B inhibitor delta, NFKB inhibitor delt (I-kappa-B-delta,  NFKBID IKBNS Homo sapiens 313
Popular organisms 1kB-delta, IkappaBdelta) (TkappaBNs) (T-cell activation NFKB-like protein) (Human)
Human (185) (TA-NFKBH)
0 qosovs MULL_HUMAN Mitochondrial ubiquitin ligase activator of NFKB 1, EC 2.3.2.27 (3 MUL1 Clorf166,  Homo sapiens as2
Mouse (144) SUMO-protein ligase MULL) (E3 ubiquitin-protein ligase MULL) (Growth  GIDE, MAPL, MULAN, (Human)
inhibition and death E3 ligase) (Mitochondrial-anchored protein ligase) RNF218
Rat (83) (Protein Hades) (Putative NF-kappa-B-activating protein 266) (RING
Bovine (56) finger protein 218) (RING-type E3 ubiquitin transferase NFKB 1)
R O Pi9838 NFKB1_HUMAN % Nuclear factor NF-kappa-B p105 subunit (DNA-binding factor KBF1)  NFKB1 Homo sapiens 258
Zebrafish (54) % (EBP-1) (Nudlear factor of kappa light polypeptide gene enhancer in B~ (Human)
. cells 1) [Cleaved into: Nuclear factor NF-kappa-B p50 subunit] @
ibkb in UniProtkB x  + voo—- X

BLAST Align Retrieve/ID mapping _Peptide search SPARQL

UniProtKB 2021_04 results

UniProtKB consists of two sections. &

s N N ‘The UniProt Knowledgebase (UniProtkB) is the central hub for the collection of functional information on
*d Reviewed (Swiss-Prot) - M: tated N . N .
5 Reviewed (Swiss-Prot) - Manually anmota proteins, with accurate, consistent and rich annotation. In addition to capturing the core data mandatory
for each UniProtK® entry (mainly, the amino acid sequence, protein name or description, taxonomic data
and citation information), as much annotation information as possible is added.

Records with information extracted from literature and curator-evaluated computational analysis.

i (TrEMBL) - Cq i analyzed
e o ——— @Help  BUNIPIOMKE help video 8 Other tutorials and videos < Downloads
Filter by’ T =i SDownload @ Addtobacket A Columns e W 112250f20,792 p- Show
e T T o S
Swiss-pro O 014920 IKKB_HUMAN TInhibitor of nuclear factor kappa-B kinase subunit beta, I-  IKBKB IKKB Homo sapiens (Human) 756
kappa-B-kinase beta, IKK-B, IKK-beta, IkBKB, EC 2.7.11.10
o nreviewed (20,508) (1-kappa-B kinase 2, IKK2) (Nuclear factor NF-kappa-B inhibitor
kinase beta, NFKBIKB) (Serine/threonine protein kinase IKBKS,
Popular organisms EC2.7.11.1)
Human (96) [ 088351 IKKB_MOUSE ﬁ Inhibitor of nuclear factor kappa-B kinase subunit beta, I-  Tkbkb Ikkb Mus musculus (Mouse) 757
kappa-i inase beta, IKK-B, IKK-beta, IkBKB, EC 2.7.11.10
Mouse (74) (1-kappa-B kinase 2, IKK3) (Nuclear factor NF-kappa-8 inhibitor
kinase beta, NFKBIKB) (Serine/threcnine protein kinase IKBKS,
Rat (35) EC2.7.11.1)
Bovine (33) O Q9sKvo IKKB_BOVIN 1 Inhibitor of nuclear factor kappa-8 kinase subunit beta, I-  IKBKB Bos taurus (Boy 756
*% kappa-B-kinase beta, IKK-B, IKK-beta, TkBKB, EC 2.7.11.10
Zebrafish (9) (1-kappa-B kinase 2, 1KK2) (Nuclear factor NF-kappa-8 inhibitor
kinase beta, NFKBIKB) (Serine/threonine protein kinase IKBKB, -
—

Inhibitor of nuclear factor kappa-B kinase subunit beta
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Lampiran 3 Pencarian interaksi protein

“ffy STRING: funetional protein assoc X =

&€ > C @ string-dborg

42 STRING

Protein by sequence
Multiple proteins

Multiple sequences
Proteins with Values/Ranks
Organisms

Protein families (COGs")
Examples

Random entry

Search Download Help My Data

single Protein by Name / Identifier

Protein Name:

PTPN|

4% searching .. STRING: functional 1 X = +

€ > C @ sting-db.org/cgi/network?poli .

“rSTRING

There are several matches for 'PTPNT"

ld=bQTePRICPiom&urldi: Jht ladT

Search Download Help My Data

Please select one from the st below and press Continue to proceed.

256 matches

organism

) (] Homo sapiens

Mus musculus

3) [[] Homo sapiens

4) [] Acanthochromis polyacanthus
5) [] Accipiter nisus
6) [] Ailuropoda melanoleuca

7) []_Alligator mississippiensis

ofo PTPN1 protein (human) - STRINC X = =

€ >cCc @ d

showing page 1 of 13  first - previous - next - last
protein

PTPNI - Tyrosine-protein phosphatase non-receptor type 1; Tyrosine-protein phosphatase which acts as a
regulator of endoplasmic reticulum unfolded protein response. Mediates dephosphorylation of EIF2AK3/PERK:
nactivating the protein kinase actiuty of EIF2AK3/PERK_May play an important fole in CKIl- and ps0c-src-induced
signal transduction cascades. May regulate the EFNASEPHA3 signaling pathway which modulates cel
recrganization and cellcall rapulsion. May also regulate the hepatoeyte growth factor receptor signaling pathway
through dephosphorylation of MET; Protein tyrosine phosphatases, |..]

Pipn1 - Tyrosine-protein phosphatase non-receptor type 1; Tyrosine-protein phosphatase which acts as a
regulator of endoplasmic reticulum unfolded protein response. Mediates dephosphorylation of EIFZAK3/PERK;
nactivating the protein kinase actiuty of EIF2AK3/PERK_May play an important fole in CKIl- and ps0c-src-induced
signal transduction cascades. May regulate the EFNASEPHA3 signaling pathway which modulates cel
reorganization and cell-cel repulsion. May also requlate the hepatocyte growth factor receptor signaling pathway
through dephospharylation of MET (By similarity); Belongs to the [..]

CLK1 - Dual specificity protein kinase CLK1; Dual specificity kinase acting o serine/threonine and tyrosine-
containing substrates. Phosphorylates serine- and arginine-rich (SR) proteins et Gy e
may be a constituent of a network of regulatory mechanisms that enable SR proteins to control RNA splicing
Phosphorylates: SRSF1, SRSF3 and PTPN1. Regulates the altemative splicing of tissue factor (F3) pre-mRNA in
endothelial calls and adenovirus E1A premRNA; CDC like kinases [a.ka. CLK, CLK1-016, ENSP00D00394734

Bt - Tyrosine-protein phosphatase non-receptor type
PTPN - Protein tyrosine phosphatase non-receptor type 1

PTPN - Protein tyrosine phosphatase, non-receptor type

PTPNI - Tyrosine-protein phosphatase non-receptor type 1 isoform X1

QTePRICPiom

A

%2 STRING

© Viewers >

£ Settings > X Analysis > 8B Exports >

Search  Download  Help  MyData

Clusters > @ More @ Less
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Lampiran 4 Kandungan senyawa dari KNApSAcK

@ KNApSACK Core System X @ KNApSAK Metabolite Informat X | 4 Y=

€ 5 C A Notsecure | knapsackfamily.com/knapsack core/resultphp?sname=alluword=Smallanthus%20sonchifolius B % ﬂ i

o)

input type = al, input word = Smallanthus sonchifolius

Number of matched data -7

C00003255 33660-89-2 Enhydrin C23h28010 464.16624712 Smallanthus sonchifolius
00011880 T135-21-8 Fluctuanin (C23H2609 44817333249 Smallanthus sonchifolius
00056350 1045894-07-2 1,19-Dinydroxy-2,6,10,14-phytatetraen-18- | C20H3204 336.23005951 Smallanthus sonchifolius
oic acid
C00s7749 1046271979 penic acid C C21H3404 350.24570957 Smalanthus sonchifolius
C00057759 1075136099 Smaditerpenic acid B C20H3204 336.23005951 Smallanthus sonchifolius
00057760 1075135-11-3 penic acid D C21H3404 330.24570957 Smallanthus sonchifolius
00057799 174150474 Sonchiiolol C13H2404 244 16745925 Smallanthus sonchifolius
2007 HARA WNSTITITF of SCIFNCE and TECHNO) OGY,

Lampiran 5 Data bioaktivitas senyawa dari PubChem

@ KNApSACK Core System X (© PubChem x [ v = a X
& = C & pubchem.ncbinim.nihgov e % J:
National of M

NIH

National Center for Biotechnology Information

Pub@hem About  Blog  Submit  Contact

Explore Chemistry

Quickly find chemical information from authoritative sources

enhydrin

Compound Gene Taxonomy
Enhydrin Ephrin English grain aphid
DIMENHYDRINATE dendrin

Diphenhydrinate ephrin A1

NINHYDRIN ephrin A2

Fenhydren ephrin A3

Psi-ephedrin ephrin A4

@ KNAPSACK Core System X | (© Quercetin| CISH1007 - PubChe X | v - o x

¢ > ¢ (e 80343 @ % Y

Quercetin

99 Cite # Download
PubChem CID 5280343
CONTENTS

Structure

12 Safety and Hazards

13 Toxicity

Find Similar Structures ated Disorders and

& 15 Literature
16 Patents
Chemical Safety

17 Biomolecular Interactions and
Pathways

Acute Toxie Iritant

Laboratory Chemical Safety Summary (LCSS) Datasheet 18 Biological Test Results

Molecular Formula CysH1p07 19 Taxonomy
TS 20 Classification
quercetin
117-39-5 21 Information Sources
Meletin
Synonyms Sophoretin

Xanthaurine
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Lampiran 6 Data protein target dari Swiss Target Prediction

& SwissTargetPrediction ~ - o £
& > € A Notsecure | swisstargetprediction.ch ® % I
SwissTargetPrediction
Swiss Institute of
Bioinformatics Home FAQ Help Download Contact Disclaimer
This website allows you to estimate the most probable macromolecular targets of a small molecule, assumed as bioactive
The prediction is founded on a combination of 2D and 3D similarity with a library of 370000 known actives on more than 3000
proteins from three different species
The webtool is described in detail here: SwissTargetPrediction: updated data and new features for efficient prediction of proteir
targets of small molecules, Mucl. Acids Res (2019). For technical information about the prediction algorithm, you can refer to
Shaping the interaction landscape of bioactive molecules, Bioinformatics (2013) 29:3073-3079
Select a species X O 6 »
@® Homo sapiens
O Mus musculus H
O Rattus norvegicus . .
N
® o
Paste a SMILES in this box, or draw a molecule o s
[EC2CICCACOACCC-CCZ0CFOEICEO0CEoCEosd] = ‘
[Examples: v | [ Clear | "
& SwissTargetPrediction x -+
€ > C A Notsecure | swisstargetprediction.ch/result.php?job=7958013218&organism=Homo_sapiens
SwissTargetPrediction
Swiss Institute of
Biginformatics Home FAQ Help Download Contact Disclaimer

Top 15 .
Top 25
Top 50
an
o7%
20.0%

- P —
Common Uniprot Know
Target ommon UNIBIO  cheMBLID  Target Class Probability: actives
(3D/2D)

erasz

orygenase 2

Telomersse reverss transcriptase

Saroopiasmiciendoplasmic reficulum caicium ATPase 1 ATF2A1 &
Protein kinass C siohs 171274 &
218 &

Proto-oncogene o- JUN

Expisintumsne phosphatase 18
h/results/ 795801321 /pieChartTop15.0na

Lampiran 7 Data protein target dari SEA
+

@ SwissTargetPrediction X @ SEASearch Server X

®
%
=

< > C @ seabkslab.org/jobs/search_a777a25a-869c-4629-b60d-c14a72500178

Results of Job: search_a777a25a-869¢c-4629-b60d-c14a72500178 X

Query Target Key Target Name Description P-Value MaxTC
MYB_CHICK MYB Transeriptional activator Myb 3247105 100
TF65_HUMAN RELA Transcription factor ps5 2.016e-45 1.00
PGH2_HUMAN PTGS2 Prostaglandin G/H synthase 2 0.08499 1.00
UB2D3_HUMAN UBE2D3 Ubiquitin-conjugating enzyme E2 D3 2.244e-39 031
ACHB_TETCF CHRNB1 Acetylcholine receptor subunit beta 120108 029
ACHG_TETCF CHRNG Acetylcholine receptor subunit gamma 1.201e-08 029
compound_1 ACHD_TETCF chrnd Acetylcholine receptor subunit delta 9.458¢-08 029
TAT_HV112 at Protein Tat 1815206 028
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Lampiran 8 Visualisasi menggunakan Cytoscape
%, Session: EAKUMPULAN PROPOSAL\DATA PROTEIN\VISUALISAS| PubChem (satu-satu)\GABUNGAN.VIS.cys - x
File Edit View Select layout Apps Tools Help

a R ‘4 f@ [CECNG] 5] Enter search terme | & Q

Network ~ oz _

g CF>~ Enter search terms for NDEx, | Q@
¥ A lofONetorksseleced 8
@ v Sheet1 0
& 3 sheeti_VIS.PUBCHEM 116 465
A 10 455
B o1 347
= 1o 457
of 51 3%
= 111 457
7 16 513
é Sheet1 2 115 513
=] @ sheetis 15 513

® @ sheett 116 471

fuu Layout Tools
i
L

B Command Line B NodeTable | B EdoeToble B2 Netnork Table

me m
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