DAFTAR PUSTAKA

Arwansyah, A., Ambarsari, L., & Sumaryada, T. I. 2014. Simulasi docking
senyawa kurkumin dan analognya sebagai inhibitor reseptor androgen
pada kanker prostat. Current Biochemistry, 1(1):11-19.

Bagchi, D., Swaroop, A., Preuss, HG, and Bagchi, M. (2014). Free radical
scavenging, antioxidant and cancer chemoprevention by grape seed
proanthocyanidin: an overview. Mutat. Res. 768, 69-73.

Basit, A., Ali, T. and Rehman, S. U. 2020. Truncated human Angiotensin
Converting Enzyme 2; a potential inhibitor of SARSCoV- 2 spike
glycoprotein and potent COVID-19 therapeutic agent. Journal of
Biomolecular Structure and Dynamics.

Belouzard, S. et al. 2012. Mechanisms of coronavirus cell entry mediated by
the viral spike protein. Viruses.

Berman et al. 2000. The Protein Data Bank. Nucleid Acids Research
28(1):235-242.

Daina, A., Michielin, O., & Zoete, V. 2017. SwissADME: a free web tool to
evaluate pharmacokinetics, drug-likeness and medicinal chemistry
friendliness of small molecules. Scientific reports, 7(1):1-13.

Dallakyan, S., & Olson, A. J. 2015. Small-molecule library screening by
docking with PyRx. In Chemical biology (pp. 243-250). Humana
Press, New York, NY.

De Wilde A, Jochmans D, Posthuma C, et al. (2014): Screening of an FDA-
Approved Compound Library Identifies Four Small-Molecule
Inhibitors of Middle East Respiratory Syndrome Coronavirus
Replication in Cell Culture, Antimicrobial Agents and Chemotherapy,
58, 4875-4884.

Decaro, Nicola, Viviana Mari, Gabriella Elia, Diane D. Addie, Michele
Camero, Maria Stella Lucente, Vito Martella & Canio Buonavoglia.
2010. Recombinant Canine Coronaviruses in Dogs, Europe. Emerging
Infectious Diseases. Vol. 16, No. 1.\

DeLano, W. L., & Bromberg, S. 2004. PyMOL user’s guide. DeLano
Scientific LLC, 629.

Dona R, Neni Frimayanti, Ihsan Ikhtiarudin, Benni Iskandar, Fikri Maulana,
& Nova Tantri Silalahi. 2019. Studi In Silico, Sintesis, dan Uji
Sitotoksik Senyawa P-Metoksi Kalkon Terhadap Sel Kanker
Payudara MCF-7. Jurnal Sains Farmasi & Klinis (6) 3.

Dong, J., Wang, N. N,, Yao, Z. J., Zhang, L., Cheng, Y., Ouyang, D., ... &
Cao, D. S. 2018. ADMETIab: a platform for systematic ADMET
evaluation based on a comprehensively collected ADMET
database. Journal of cheminformatics, 10(1):1-11.

Dong, Jie., Ning-Ning, Wang., Zhi-Jiang, Yao, Lin, Zhang., Yan, Cheng.,
Defang, Ouyang., Ai-Ping, Lu., Dong-Sheng, Cao. 2018. ADMETlIab

90



91

2.0: a platform for systematic ADMET evaluation based on a
comprehensively  collected ADMET database. Journal of
Cheminformatics, 10:29

El-Hachem, N., Haibe-Kains, B., Khalil, A., Kobeissy, F. H., & Nemer, G.
2017. AutoDock and AutoDockTools for protein-ligand docking:
Beta-site amyloid precursor protein cleaving enzyme 1 (BACEL) as a
case study. In Neuroproteomics (pp. 391-403). Humana Press, New
York, NY.

Fita, F. E, Listianingsih D, Hapsari, Y. A, Pradana, R. A, Indah E, Arifin I.
2015. Efek Sitotoksik Kombinasi Ekstrak Metanol Dau Kenikir
(Cosmos caudarus, Kunth) dan Doksorubisin Terhadap Sel Kanker
Payudara T47D Secara In vitro dan In Silico. Prosiding Seminar
Nasional Peluang Herbal Sebagai Alternatif Medicine. 978-602-
19556-2-8.

Forli, S., Huey, R., Pique, M. E., Sanner, M. F., Goodsell, D. S., & Olson, A.
J. 2016. Computational protein—ligand docking and virtual drug
screening with the AutoDock suite. Nature protocols, 11(5), 905-919.

Goodsell, D. S., Zardecki, C., Di Costanzo, L., Duarte, J. M., Hudson, B. P.,
Persikova, 1., ... & Burley, S. K. 2020. RCSB Protein Data Bank:
Enabling biomedical research and drug discovery. Protein
Science, 29(1):52-65.

Goswami, D. (2021). Comparative assessment of RNA-dependent RNA
polymerase (RARp) inhibitors under clinical trials to control SARS-CoV2
using rigorous computational workflow. RSC Advances, 11(46), 29015-
29028.

Handayani Diah, Dwi Rendra Hadi, Fathiyah Isbaniah, Erlina Burhan, Heidy
Agustin. 2020. Penyakit Virus Corona 2019. Jurnal Respirologi
Indonesia. Vol. 40 No. 2

Harcourt, B. H., Jukneliene, D., Kanjanahaluethai, A., Bechill, J., Severson,
K. M., Smith, C. M., ... & Baker, S. C. 2004. Identification of severe
acute respiratory syndrome coronavirus replicase products and
characterization of papain-like protease activity. Journal of
virology, 78(24):13600-13612

Hardjono, S. 2017. Prediksi Sifat Farmakokinetik, Toksisitas dan Aktivitas
Sitotoksik Turunan N-Benzoil-N’-(4-fluorofenil) tiourea sebagai
Calon Obat Antikanker melalui Pemodelan Molekul. Jurnal limu
Kefarmasian Indonesia, 14(2):246-255.

Helmy, Yosra A, Mohamed Fawzy, Ahmed Elaswad, Ahmed Sobieh, Scott P.
Kenney & Awad A. Shehata. 2020. Review : The COVID-19
Pandemic: A Comprehensive Review of Taxonomy, Genetics,
Epidemiology, Diagnosis, Treatment, and Control. Journal of Clinical
Medicine.

Hoffman, Markus, Hannah Kleine-Weber,Simon Schroeder & Nadine Kru”
ger. 2020. SARS-CoV-2 Cell Entry Depends on ACE2 and



92

TMPRSS2 and Is Blocked by a Clinically Proven Protease Inhibitor.
Cell V0.181,271-280.

Hoffmann M, Kleine-Weber H, Schroeder S, et al. (2020): SARS-CoV-2 Cell
Entry Depends on ACE2 and TMPRSS2 and Is Blocked by a
Clinically Proven Protease Inhibitor, Cell, 181.

Huang C, Wang Y, Li X, Ren L, Zhao J, Hu Y, et al. Clinical features of
patients infected with 2019 novel coronavirus in Wuhan, China.
Lancet. 2020;395(10223):497-506.

Iwasawa A, Niwano Y, Mokudai T, Kohno M. 2009. Antiviral activity of
proanthocyanidin against feline calicivirus used as a surrogate for
norovi ruses, and coxsackievirus used as a representative enteric
virus.Biocontrol Sei. 14:107-11

Jayaprakasha GK, Selvi T, Sakariah KK. 2003. Antibacterial and antioxidant
activities of grape (Vitis vinifera) seed extracts. Makanan Res. Int. 36:
117-122.

Jensen F. 2007. Introduction to Computational Chemistry, 2nd Ed, Odense
Denmark : 415-216

Krysanti A dan Simon BW. 2014. Toksisitas subakut tepung glukomanan (A
Muelleri Blume) terhadap SGOT dan natrium tikus Wistar secara in
vivo. Jurnal Pangan dan Agroindustri Vol. 2 No. 1.

Lai, Chih-Cheng, Tzu-Ping Shih, Wen-Chien Ko ,Jen Tang & Po-Ren Hsueh.
2020.Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-
2) and coronavirus disease-2019 (COVID-19): The epidemic and the
challenges. International Journal of Antimicrobial Agents. 105924.

Li, D., Baert, L., Zhang, D., Xia, M., Zhong, W., Van Caoillie, E., Jiang, X.,
Uyttendaele, M., 2012. Pengaruh ekstrak biji anggur pada manusia
norovirus GIl.4 dan murine norovirus 1 dalam suspensi virus, pada
cakram baja tahan karat, dan dalam air cucian selada. aplikasi
Mengepung. Mikrobiol. 78, 7572e7578

Mahevas M, Tran VT, Roumier M, et al. 2020: Clinical Efficacy of
Hydroxychloroguine in Patients with Covid-19 Pneumonia who
Require Oxygen: Observational Comparative Study Using Routine
Care Data, BMJ, 369. doi: 10.1136/bmj.m1844.

Markosian, C., Di Costanzo, L., Sekharan, M., Shao, C., Burley, S. K., &
Zardecki, C. 2018. Analysis of impact metrics for the Protein Data
Bank. Scientific data, 5(1):1-10.

Mittal, Anshumali, Kavyashree Manjunath, Rajesh Kumar Ranjan & Sandeep
Kaushiki. .2020. Covid-19 Pandemic: Insights Into Structure,
Function, and hACE2 Receptor Recognition By Sars-Cov-2. Plos
Pathogens

Morris, G. M., Huey, R., Lindstrom, W., Sanner, M. F., Belew, R. K,
Goodsell, D. S., & Olson, A. J. 2009. AutoDock4 and



93

AutoDockTools4: Automated docking with selective receptor
flexibility. Journal of computational chemistry, 30(16):2785-2791.

Nassiri., Hosseintadeh. 2009. Review of the Pharmacological Effects of Vitis
vinifera (Grape) and Its Bioactive Compounds. Iran. Pubmed.
19140172.

Palamara, AT, Nencioni, L., Aquilano, K., De Chiara, G., Hernandez, L.,
Cozzolino, F., Ciriolo, MR, Garaci, E., 2005. Penghambatan replikasi
virus influenza A oleh resveratrol. J. Menginfeksi. Dis. 191,
1719e1729.

Pedretti, A., Villa, L., & Vistoli, G. 2004. VEGA-an open platform to
develop  chemo-bio-informatics  applications, using  plug-in
architecture and script programming. Journal of computer-aided
molecular design, 18(3):167-173.

Perrier, A., Bonnin, A., Desmarets, L., Danneels, A., Goffard, A., Rouillé, Y.,
... & Belouzard, S. 2019. The C-terminal domain of the MERS
coronavirus M protein contains a trans-Golgi network localization
signal. Journal of Biological Chemistry, 294(39):14406-14421.

Pillaiyar, T., Manickam, M., Namasivayam, V., Hayashi, Y., & Jung, S. H.
2016. An overview of severe acute respiratory syndrome—coronavirus
(SARS-CoV) 3CL protease inhibitors: peptidomimetics and small
molecule chemotherapy. Journal of medicinal
chemistry, 59(14):6595-6628.

Pintilie, L., Tanase, C., & Mohapatra, R. K. (2020). Molecular Docking
Studies on Synthetic Therapeutic Agents for COVID-19. Chemistry
Proceedings, 3(1)

Rahman S and Tamanna Bahar. 2020. COVID-19 : The New Threat. Int J
Infect 7(1).

Ren-Ming Wang, Zhi-Qiang Wu & Zi-Chun Xiang. 2020. Identification Of A
Novel Coronavirus Causing Severe Pneumonia In Human: A
Descriptive Study. Chinese Medical Journal. 133(9).

Salentin, S., Schreiber, S., Haupt, V. J., Adasme, M. F., & Schroeder, M.
2015. PLIP: fully automated protein—ligand interaction
profiler. Nucleic acids research, 43(W1):W443-W447.

Saputri, K. E., Fakhmi, N., Kusumaningtyas, E., Priyatama, D., & Santoso, B.
2016. Docking molekular potensi anti diabetes melitus tipe 2 turunan
zerumbon sebagai inhibitor aldosa reduktase dengan autodock-
vina. Chimica et Natura Acta, 4(1):16-20.

Sareen, D., Paul R. van Ginkel, Jennifer C., Takach, Mohiuddin, A.,
Darjatmoko, S.R., Daniel M., Albert, and Polans A.S., 2006,
Mitochondria as the Primary Target of Resveratrol-Induced Apoptosis
in Human Retinoblastoma Cells, Investigative Ophthalmology and
Visual Science, 47 (9):3708-3716



94

Sari, I. W., Junaidin, J., & Pratiwi, D. 2020. STUDI MOLECULAR
DOCKING SENYAWA FLAVONOID HERBA KUMIS KUCING
(Orthosiphon stamineus B.) PADA RESEPTOR a-GLUKOSIDASE
SEBAGAI ANTIDIABETES TIPE 2. Jurnal Farmagazine, 7(2):54-
60.

Schneider, G., & Baringhaus, K. H. 2008. Molecular design: concepts and
applications. John Wiley & Sons.

Septiana, E. 2020. Prospek Senyawa Bahan Alam Sebagai Antivirus Dalam
Menghambat SARS-CoV-2. Biotrends, 11(1):30-38.

Shereen, M. A., Khan, S., Kazmi, A., Bashir, N., & Siddique, R. (2020).
COVID-19 infection: Origin, transmission, and characteristics of
human coronaviruses.

Shi, J., Yu, J., Pohorly, JE, and Kakuda, Y. (2003). Polyphenolics in grape
seeds-biochemistry and functionality. J. Med. Food 6, 291-299.

Su, X., D'Souza, DH, 2011. Ekstrak biji anggur untuk pengendalian virus
enterik manusia. aplikasi Mengepung. Mikrobiol. 77, 3982e3987

Thuy B, My T, Hai N, et al. (2020): Investigation into SARS-CoV-2
Resistance of Compounds in Garlic Essential Oil, ACS Omega, 5(14),
8312-8320

Tiara Ajeng, L., Rina, H., & Asmiyenti, D. D. 2020. Analisis Docking
Molekuler Senyawa Derivat Phthalimide sebagai Inhibitor Non-
Nukleosida HIV-1 Reverse Transcriptase.

Trott, O., & Olson, A. J. 2010. AutoDock Vina: improving the speed and
accuracy of docking with a new scoring function, efficient
optimization, and multithreading. Journal of computational
chemistry, 31(2):455-461.

ul Qamar, M. T., Algahtani, S. M., Alamri, M. A., & Chen, L. L. 2020.
Structural basis of SARS-CoV-2 3CLpro and anti-COVID-19 drug
discovery from medicinal plants. Journal of pharmaceutical
analysis, 10(4):313-3109.

United States Department of Agriculture. 2021. Phytochemical and
Ethnobotanical Databases, Website,
https://phytochem.nal.usda.gov/phytochem/search, tanggal 29
November 2021 (19.00).

Walls, A. C. et al. 2020. Structure, Function, and Antigenicity of the SARS-
CoV-2 Spike Glycoprotein. Cell.

Wan, Y. et al. 2020 Receptor Recognition by the Novel Coronavirus from
Wuhan: an Analysis Based on Decade-Long Structural Studies of
SARS Coronavirus. Journal of Virology.

Wang M, Cao R, Zhang L, et al. (2020a): Remdesivir and Chloroquine
Effectively Inhibit the Recently Emerged Novel Coronavirus (2019-
Ncov) In Vitro, Cell Research, 30, 1-3..


https://phytochem.nal.usda.gov/phytochem
https://phytochem.nal.usda.gov/phytochem
https://phytochem.nal.usda.gov/phytochem/search

95

Wang Y, Zhang D, Du G, et al. (2020b): Remdesivir in Adults with Severe
COVID-19: A Randomised, Double-Blind, Placebo-Controlled,
Multicentre Trial, Lancet, 395, 1569-1578.

World Health Organization (WHO). 2020. Report Of The Who On
Coronavirus Disease 2019 (Covid-19). Geneva: World Health
Organization.

World Health Organization. 2021. WHO Coronavirus Disease (COVID-19)
Dashboard, Website, https://covid19.who.int/, tanggal 18 November
2021 (22.30).

Wu, Aiping, Yousong Peng & Baoying Huang. 2020. Genome Composition
And Divergence Of The Novel Coronavirus (2019-Ncov) Originating
In China. Cell Host & Microbe 27.

Xiong, G., Wu, Z., Yi, J., Fu, L., Yang, Z., Hsieh, C., Yin, M., Zeng, X., Wu,
C., Lu, A, Chen, X., Hou, T., & Cao, D. (2021). ADMETIab 2.0: An
integrated online platform for accurate and comprehensive predictions
of ADMET properties. Nucleic Acids Research, 49(W1), W5-W14.
https://doi.org/10.1093/nar/gkab255.

Xu X, Han M, Li T, et al. (2020): Effective Treatment of Severe COVID-19
Patients with Tocilizumab, Proceedings of the National Academy of
Sciences.

Xu, X., Chen, P., Wang, J., Feng, J., Zhou, H., Li, X., Zhong, W., and Hao, P.
2020. Evolution of the novel coronavirus from the ongoing Wuhan
outbreak and modeling of its spike protein for risk of human
transmission. Sci China Life Sci 63, 457-460.

Zein, A. 2020. Pendeteksian virus corona dalam gambar x-ray menggunakan
algoritma artificial intelligence dengan deep learning python.
In ESIT 15(1):19-23.

Zhang, L., Lin, D., Sun, X., Curth, U., et al. 2020. Crystal structure of SARS-
CoV-2 main protease provides a basis for design of improved a-
ketoamide inhibitors. Science.

Zhavoronkov A, Aladinskiy V, Zhebrak A, et al. (2020): Potential COVID-
2019 3C-like Protease Inhibitors Designed Using Generative Deep
Learning Approaches, ChemRxiv.

Zhivkova, Z., & Doytchinova, 1. (2012). Quantitative Structure—Plasma
Protein Binding Relationships of Acidic Drugs. Journal of
Pharmaceutical Sciences, 101(12), 4627-4641.

Zumla, A., Chan, J.F.W., Azhar, E.l.,, Hui, D.S.C., & Yuen, K. (2016).
Coronaviruses — drug discovery and therapeutic options. Nature
Reviews Drug Discovery, 15, 327-347.


https://covid19.who.int/

